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2. Analysis 3. Insights 4. Translation
BRIC-THSTI This genomic Vibrio paracholerae The genomic
presenting the analysis describes insights into the analysis can tract
complete genome the genetic markers, virulent factors with the strain and AMR
sequence of Vibrio virulence factors, unique T3SS profiling to prohibit
paracholerae AMR genes and regulation, the contamination

phylogenetic pathogenicity and
resence of ARGs

Vibrio paracholerae: Cholera's Salty Doppelganger"
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Genome size: 3.82mb
GC percenté 47.4%
ORFs: 3623
RNAs:109
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AMR genes: CRP
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Virulent genes: hlyA,
rtxA-D, ctxA-B, vasA-L
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