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presenting the whole
genome sequence
of Morganella
morganii isolated
from the urban
wastewater in India.

In silico analysis of
this pathogen
identified factors
contributing to its
pathogenicity, AMR,
and adaptation to

-

Morganella
morganii provides a
crucial insights into
its AMR prevalence
carrying B-lactamase
resistance genes and

@

Understanding the
pathogenicity of M.
morganii can
improve the public
health system and
water treatment

Morganella morganii. An alarming 'Silent Dweller' sync gut and environment



GOVERNMENT OF INDIA  MINISTRY OF SCIENCE AND TECHNOLOGY B R “ c h
S (- A\ s I

il DEPARTMENT OF
%y BIOTECHNOLOGY
| Genomics of
Biosafety -
_cabinet Morgan organii §
Genome size: 3.88mb

GC perc 5%
CDS: 36
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