s woer ftyer sk SO dwonr
GOVIRNMENT OF INGIA  MINSSTRY OF SCIENCE AND TECHNOLEGY

DEPARTMENT OF
BIOTECHNOLOGY

Anaerobic Chamber

Q
— SR p & “
“.'}? \\_._
Blood ————
Staphylococcus xylosus

Neosepsis Sample .
Child Next Generation

Sequencing

Species confirmation

QBRIC ) thsti

-

Genome -si_ze: 2.74Mb

tmRNA=1

\




= wenaenn (GE@AOME Announcement: Staphylococcus xylosus ... o
) Qi Accession #ERS271 7152 %ENA) y QBRIC O thsti
#INS0022820 (IBDC)

2. Analysis 3. Insights 4. Translation
This genomic lts genomic and
BRIC-THSTI analysis S. xylosus harbors functional profile
presenting the whole demonstrates stress-adaptive offers important
genome sequence Staphylococcus genes (arlR, mgraA, insights for
of Staphylococcus xylosus as a tmRNA) and multiple managing public
xylosus isolated commensal WIth ARGs (dfrC, norA, health risks and
from the neosepsis antibiotic resistance FosD, fusD), advancing
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Staphylococcus xylosus: The food fermenter with a hidden playbook for resistance.
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