ONE DAY
ONE GENOME

Staphylococcus gallinarum

CONTRIBUTES TO MICROEBIAL HOMEOSTASIS BY
LIMITING THE GROWTH OF COMPETING
MICROORGANISMS




Staphylococcus gallinarum Genome Accession Number: INS0026117

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Subsystem Analysis
Table 1: Assembly Details Table 2: Annotated Genome Features

Subsystem (Subsystems, Genes)

ContlgS 8 370 W METABOLISM (111, 1550)
M PROTEIN PROCESSING (42, 446)

GC Content 36.20 tRNA 148 M STRESS RESPOMSE, DEFENSE, VIRULEMCE (32, 243)
M CELLULAR PROCESSES (31, 408)

. M EMERGY (23, 503)

Contlg L50 6 rRNA 11 ! B CNA PROCESSING (18, 163)
B MEMBRANE TRANSPORT (15, 112)
M RMA PROCESSING (13, 105)

Genome Iength 8114’800 bp REGULATION AMD CELL SIGMALING (4, 30)
M MISCELLANEDUS (3, 17)

Contig N50 530’480 CELL ENVELOPE {2, 11)

Table 3: Antimicrobial Resistance Genes Genome Assembly

AMR Mechanism Genes

Antibiotic resistance gene cluster,cassette,or

TcaB, TcaB2, TcaR
operon

Alr, Ddl, dxr, EF-G, EF-Tu, folA, Dfr, folP, gyrA, gyrB, inhA,

Arilgleile gt I Suseenille spotles fabl, Iso-tRNA, kasA, MurA, rho, rpoB, rpoC, S10p, S12p |

Protein altering cell wall charge conferrin ‘.;: = : 3
tein aftering 9 9 GdpD, MprF, PgsA = _ %
antibiotic resistance [
o
Efflux pump conferring antibiotic resistance BceA, BceB, NorA, YKkCD ‘(/////// |
ene conferring resistance via absence [ ) TATEN 2
9 9 /ﬁ/ mnm\\m\/

Regulator modulating expression of antibiotic

2 BceR, BceS, LiaF, LiaR, LiaS
resistance genes



