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Staphylococcus aureus Genome Accession Number: INS0022666

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

: Subsystem Analysis
Table 1: Assembly Details Table 2: Annotated Genome Features cubystem (Subeystere, Genee)
upsystem upsystems, Genes,
Contigs 31 CDS 2,616 W METABOLISM (83, 532)
[ PROTEIN PROCESSING (40, 210)
| . ) )
GC Content 3264 tRNA 58 .ELFI{EE:;E‘; F(QQE;F;?SI)SE DEFENSE, VIRULENCE (34, 150)
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M MEMBRANE TRANSPORT (11, 68)
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Genome length 2,763,691 bp
Contig N50 352,831

Table 3: Antimicrobial Resistance Genes Genome Assembly
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