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THE GENOME PAVE WAYS FOR STRATEGIES TO CURB A PATHOGEN
THAT SILENTLY ERODES INDIA'S OILSEED PRODUCTIVITY




Sesame phyllody phytoplasma

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1: Assembly Details Table 2: Annotated Genome Features

Genome Accession Number: INGCA000000216

Subsystem Analysis

Subsystem (Subsystems, Genes)

Contigs 60 CDS M PROTEIN PROCESSING (26, 57)
B STRESS RESPONSE, DEFENSE, VIRULENCE (10, 25)
GC Content 23.68 tRNA | WRHNA PROCESSING (9;:23)
B METABOLISM (6, 8)
Contig L50 7 Repeat Regions ‘ :EE‘C‘LZT‘ZEESSAE‘EQQ’E‘;’@, 6)
;".;‘_( B MEMBRANE TRANSPORT (2, 4)
Genome length 553,228 bp rRNA B ENERGY (1, 2)
Contig N50 30,531
Genome Assembly
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