URA WP o s st e
MENT OF INDIA  MINISTRY OF SCIENCE AND

T DEPARTMENT OF
¢y BIOTECHNOLOGY

s gy

1. Genome Sequencing

“@meen | Genome Announcement: Phocaeicola vulgatus

Accession#ERS27171163 (ENA)

#INS0022818 (IBDC)

2. Analysis

3. Insights

4. Translation

BRIC-THSTI
presenting the whole
genome sequence of

Phocaeicola
vulgatus isolate

Genomic analysis
identifies Phocaeicola
vulgatus as a SCFA-

producing,
metabolically flexible
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Short Chain Fatty Acids

Genomic insights
depicts pyruvate
metabolism via the
PFOR Il pathway,
sustains energy
through the RNF
complex and NADH
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Phocaeicola
vulgatus Could be a
key target for
interventions in
metabolic and

inflammatory

Phocaeicola vulgatus: Our gut's adaptable engineer, building health from fiber

while sometimes causing trouble!
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