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The novel 
Hydrogenophaga crocea 
genome unlocks biofuel 
production potential, 
supporting India's clean 
energy goals and green 
economy growth

With biofuel 
capabilities, H. crocea 
offers sustainable 
energy solutions, 
boosting commercial 
biofuel ventures and 
job creation in India

Fueling India’s 
Future with Bio-

Innovation!

One Day 
One 

Genome

https://www.ncbi.nlm.nih.gov/nuccore/CP049989.1/
https://www.ncbi.nlm.nih.gov/nuccore/CP049989.1/


Quality of Genome Assembly and Annotation

Hydrogenophaga crocea (MCC 3062)

Complete genome accession number 
CP049989

Genome sequence analysis 

Hydrogenophaga crocea 

(MCC 3062)

Access Genome

A novel, bacterial species of genus Hydrogenophaga, isolated from sugarcane field of Ahmednagar, 
India, could be useful for commercial application of biofuel production

➢ Genome accession number – CP049989
➢ Genome Size – 4,561,131 base pair 

➢ Genes – 4,344

https://www.ncbi.nlm.nih.gov/nuccore/CP049989.1/
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