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Subsystem (Subsystems, Genes)

B METABOLISM (87, 720)

M PROTEIN PROCESSING (42, 223)

B STRESS RESPONSE, DEFENSE, VIRULENCE (31, 126)

M ENERGY (286, 232)

B CELLULAR PROCESSES (23, 149)

M DNA PROCESSING (15, 69)

I RNA PROCESSING (13, 52)

M MEMBRANE TRANSPORT (9, 49)

M MISCELLANEOUS (3, 1)

I REGULATION AND CELL SIGNALING (3. 11)
CELL ENVELOPE (2, 8)

Access Genome

Quality of Genome Assembly and Annotation:

Fictibacillus fluitans
(MCC 5285)
Accession:

JAUHTR000000000.1

Table 1. Assembly Details

Contigs 51
GC Content 44.61
Plasmids 0
Contig L50 5
Genome Length 4,910,325 bp
Contig N50 278,596

Reference Genome: Yes
Completion of Genome Assembly: Yes

Table 2. Annotated Genome Features

CDS

tRNA

rRNA
Partial CDS

5,153
70
5
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