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Lysinibacillus xylanilyticus t26 (Genome accession: NZ_PHQY01000000)

Lysinibacillus xylanilyticus t26, isolated from the rhizosphere of Capsicum chinense
(King Chilli), produces defensive enzymes and growth-promoting factors, offering an
eco-friendly alternative to agrochemicals for crop disease management

The strain harbors key biosynthetic gene clusters for the production of siderophores,
bacteriocins, and lantibiotics, making it a promising biocontrol agent against soil-
borne fungal diseases, with significant potential in sustainable agriculture
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NZ_PHQY0100
0000

Lysinibacillus 
xylanilyticus 

t26 

Gram-positive, 
rod-shaped, and 

facultative 
anaerobic 
bacterium

Beneficial 5.6 million bp 6,302

Type III polyketides, non-
ribosomal peptides, terpenes, 

and lantibiotics including 
cerecidin, bacteriocins, 

siderophores, and 
thiopeptides

The genome provides valuable information 
that can be leveraged for developing eco-

friendly biocontrol agents, promoting 
sustainable agriculture, and enhancing soil 

fertility
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Draft genome 
sequence and 

functional analysis 
of Lysinibacillus 

xylanilyticus t26, a 
PGPR bacterium 

isolated from 
Capsicum chinense 

rhizosphere

Quality of Genome Assembly and Annotation: 
Results from indigenously developed BHARAT analysis pipeline:

(Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Lysinibacillus xylanilyticus t26

Reference genome accession 

number: NZ_PHQY01000000
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