
Janibacter hoylei (MCC 1001) Accession number: ALWX01000000

The genome of Janibacter hoylei supports biotech innovations for extreme environments, 
aiding industries like aerospace and harsh-environment manufacturing

Insights from J. hoylei’s resilience drive advancements in astrobiology and inspire new, 
durable technologies for Indian industries

Unlocking Extreme Potential: From Space to Earth’s Toughest Challenges!
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One Day One Genome

https://www.ncbi.nlm.nih.gov/nuccore/ALWX00000000.1/
https://www.ncbi.nlm.nih.gov/nuccore/ALWX00000000.1/


Quality of Genome Assembly and 
Annotation:
Results from indigenously developed BHARAT 
analysis pipeline:
(Bacterial Hybrid genome Assembly and Rapid 
Annotation Toolset)
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