One Day One Genome

(Enterococcus faecalis (0G-20) (accession number: INS0005654) W

e BRIC-NIBMG sequenced Enterococcus faecalis (0G-20) genome, a resilient bacterium, to
combat its antibiotic resistance and develop effective treatments for wound infections

e This discovery will aid in understanding its stress-evading mechanisms and develop targeted
therapies

(Fighting Infections with Strong Gut Feelings! }
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Enterococcus faecalis (0G-20) (Genome accession: INS0005654) - An antibiotic-resistant, opportunistic pathogen.
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Subsystem (Subsystems, Genes)

B METABOLISM (116, 2056)
B PROTEIN PROCESSING (46, 847)
B STRESS RESPONSE, DEFENSE, VIRULENCE (45, 389)
B ENERGY (39, 644)
B MEMBRANE TRANSPORT (30, 216)
B CELLULAR PROCESSES (26, 396)
B DNA PROCESSING (21, 239)
B RNA PROCESSING (16, 208)
CELL ENVELOPE (14, 154)
B MISCELLANEOUS (14, 125)
REGULATION AND CELL SIGNALING (6, 38)

data from NCBI Genome sequence analysis )

. . Results from indigenously developed BHARAT analysis pipeline:
Quality of Genome Assembly and Annotation:  (gacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1. Assembly Details Table 2. Annotated Genome Features

Contigs 219 CDS 2,579

Enterococcus faecalis (0G-20) GC Content 40.90 tRNA 243
Genome accession nhumber: Plasmids 0 Repeat Regions 16
INS0005654 Contig L50 18 rRNA 13

Genome Length 2,648,649 bp Partial CDS 0

Contig N50 195,930
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