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Devosia ciceri (NlI_RJ2) Genome accession number SRR29289086

Biologically converts atmospheric Nitrogen into fertilizer !! -
Devosia ciceri (NI_RJ2) symbiotically associates with leguminous plants and help in
| nitrogen fixation thus minimises the requirement of chemical fertilizer I
uenci Y i IXati |ati
Genome sequencing revealed complete set of nitrogen fixation and plant association genes
[t V]
Genome analysis could lead to targeting genes for widen the host selection for symbiotic
| association and enhancement of nitrogen fixation efficiency ]
Organism Genome . .. Genome No. of Important
Accession Culture type Isolated from Pathogenicity : Importance
name Size Genes genes
number
Nodulation .
. Gram 8.76 related nod Symb_lotlcal_ly
Devosia ciceri : Root nodule of Non . associate with
SRR29289086 negative, rod . : million 8,961 genes and .
(NI_RJ2) . chickpea plant  pathogenic : : L chickpea plant
shaped, motile base pair nitrogen fixation

related nif genes and fix nitrogen



https://www.ncbi.nlm.nih.gov/Traces/study/?acc=SAMN40733795&o=acc_s%3Aa
https://www.ncbi.nlm.nih.gov/Traces/study/?acc=SAMN40733795&o=acc_s%3Aa
https://www.ncbi.nlm.nih.gov/Traces/study/?acc=SAMN40733795&o=acc_s%3Aa

1
oA
ATAT REGQMQ(.Q
AAATATC (-P\\
\AATATCATGCG 1 &
(AaaTaTcaTG CGCA
UAMIATCATGCE
TCATGCGCAT =X
SN
A
=
= =
3=
=
Ve
z
“‘//
\ S 7 7, V4
\/7/ {/ 1
S, 7

o™
R

Sooco
g

O Q\\/’fﬁ’

N R
‘ AW ‘A )
AITITIINAAN S
~~l..,l,.,l;l\m~'\\'\'/

oooooo

55
ﬁﬁﬁﬁﬁ

A symbiotic Nitrogen fixing bacteria Devosia ciceri(NI_RJ2) — Important for organic farming

Subsystem (Subsystems, Genes)

M METABOLISM (107, 1260)

M PROTEIN PROCESSING (44, 318)

M STRESS RESPONSE, DEFENSE, VIRULENCE (32, 246)

M ENERGY (31, 520)

B MEMBRANE TRANSPORT (22, 258)

M RNA PROCESSING (16, 95)

M CELLULAR PROCESSES (15, 173)

M DNA PROCESSING (14, 74)
CELL ENVELOPE (7, 33)

M REGULATION AND CELL SIGNALING (4, 23)
MISCELLANEOUS (3, 16)

Scan for archived
data from NCBI

Quality of Genome Assembly and Annotation:

Results from indigenously developed BHARAT analysis pipeline:

(Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 2. Annotated Genome Features

Table 1. Assembly Details

. . . Contigs 99  cps 8,961
Devosia ciceri (NI_RJ2) 6 Content 6132 g -
Draft genome accession number: Z‘“t'_':‘i; 2 A 7
SRR29289086 Genome Length 8,761,659 bp Partial CDS 0

Contig N50 244,228 Miscellaneous RNA 0

Chromosomes o Repeat Regions 0

Job ID assembly 1313073 JobID annotation_1313073
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