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Xanthomonas oryzae pv. oryzae (ODFD_ODOG_BXO) Genome Accession Number: INS0009881

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: Subsystem Analysis
(Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1: Assembly Details Table 2: Annotated Genome Features

Subsystem (Subsystems, Genes)

W METABOLISM (85, 599)

B PROTEIN PROCESSING (39, 137)

B STRESS RESPONSE, DEFENSE, VIRULENCE (25, 128)
B ENERGY (22, 200)

Contigs 1,386 CDS 4 068 B MEMBRANE TRANSPORT (18, 129)
B DNA PROGESSING (1, 78)
GC Content 64.15 tRNA 28 B RNA PROCESSING (14, 58)
Contig L50 395 Repeat Regions 0 IEEEEEXJT\TSEO;EST(’JS?L SIGNALING (4, 13)
MISCELLANEOUS (3, 12)

Genome length 3,273,777 bp
Contig N50 2,734

- . . Genome Assembly

Table 3: Antimicrobial Resistance Genes

AMR Mechanism Genes W“";i,",""‘//‘\/\\
Antibiotic target in susceptible Alr, Ddl, dxr, EF-G, folA, Dfr, folP, gyrA, gyrB, I1so-tRNA, / Ay ///////\\
species kasA, MurA, rho, rpoB, rpoC, S10p, S12p AN NN
Efflux pump conferring antibiotic EmrAB-OMF, EmrAB-TolC, MdtABC-TolC, MexCD-OprJ, :
resistance TolC/OpmH
Proteln_alterln_g _cel_l Wall_charge GdpD, PgsA
conferring antibiotic resistance
Pro_te_ln _modulatlng permeability to OprB family
antibiotic
Regulator modulating expression of OxyR

antibiotic resistance genes
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