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Genome Announcement: Providencia rettgeri
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presenting the
complete genome
sequence of
Providencia

Through this genomic
analysis, we gain
valuable insights into
the specific genes
involved i ibioti

Providencia rettgeri
shows resistance
against [3-
lactamase,
fluoroquinolone.
Virulence and HGT
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By tracking AMR
genes our finding
could help in better
understanding and

Providencia rettgeri: A rising pathogen in recreational water play
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