
Genome Announcement: Providencia rettgeri 

BRIC-THSTI  
presenting the 

complete genome 
sequence of 
Providencia 

rettgeri isolated 
from Indian urban 

wastewater.

1. Genome Sequencing 3. Insights

Providencia rettgeri 
shows resistance 

against β-
lactamase, 

fluoroquinolone. 
Virulence and HGT 
through plasmids, 

phages and 
transposons.

4. Translation2. Analysis

Through this genomic 
analysis, we gain 

valuable insights into 
the specific genes 

involved in antibiotic 
resistance and 

virulence.

AGTCCCTGAATCGATGCTACATGCAAG
AACTGATCCTAGATCGACGATCACGTG
AAACCCTTAGATGACGGTCAGCCGCAA
GCGGAATTGGCGACATAACAAGTACTG
AGTCGGCGTTCGCCTAACCGCAGTATT
TTCCAGGCCCTTCTGCCGAGCTGATGC
AGCCACAATCGGGCTGAGGGGTCTTGG
AAACGGGTGGGGTAACGCCGTGATCGC
AAATATCATGCGCATTCTGAGGGAGTCA
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By tracking AMR 
genes our finding 

could help in better 
understanding and 

management of  
potential health risk.
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Providencia rettgeri: A rising pathogen in recreational water play

Accession#ERS21332213 (ENA)
INS0004952 (INDA)
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Genomics of 
Providencia rettgeri
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Genome size: 4.45mb
GC percent: 45%
CDS: 4007
rRNA=10, tRNA=82
Phases:7, Integron:1 
Transposons:2

Biosafety 
cabinet

16S rRNA, 23S 
rRNA

Species confirmation

Wastewater Sample

Virulence: Colicin, metal 
tollerence, adhesion, 
invasion and intracellular 
resistance
HGT: Transposons, 
Integron, Phages


