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Short Chain Fatty Acids

Through this genomic | M. elsdenii plays an Understanding the
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within the gut,

Megasphaera elsdenii: A sighature taxon of Indian gut microbiome.



ey geeer  Raon 3y AR i
INFATOF NG MIMISTRY NF SEFRCT AND TEEIND DEY

TR e fym
T8 DEPARTMENT OF
tL2% BIOTECHNOLOGY

ko]

Anaerobic
chamber

Megasphaera
elsdenii

Healthy
Indian Adult
GS-FLX+

Z.\Y7 16SrRNA Yoz, \V7

Sanger Sequencing
confirmation

QBRIC ) thsti

Roche 454 |3

7 )
Genome size: 2.47Mb
GC percent: 53.2%
Stable RNAs: 78
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