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ISOLATION

Bekang, soy fermented food

MORPHOLOGY
Gram-positive bacterium

GENOMIC INSIGHTS
Lack of transferable virulence factors,

Presence of Glutamate decarboxylase gene cluster

APPLICATION
Produces GABA, Modulates GUT-BRAIN axis




Levilactobacillus brevis (LAB6) Genome Accession Number: JARWBX000000000

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: Subsystem Analysis
(Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1: Assembly Details Table 2: Annotated Genome Features

Subsystem (Subsystems, Genes)

B METABOLISM (47, 285)
M PROTEIN PROCESSING (38, 185)

Contigs 180 CDs 2,709 M STRESS RESPONSE, DEFENSE, VIRULENCE (23, 82)
B DNA PROCESSING (19, 103)

GC Content 45.65 tRNA 64 M ENERGY (13, 95)
[ RNA PROCESSING (12, 43)

Contig L50 2 Repeat 29 SRl TitE

G L th 2 606 217 b B REGULATION AND( CEI;L SIGNALING (3, 8)
I CELL ENVELOPE (2, 8

enome Leng s , P rRNA 3 MISCELLANEOUS (1, 1)

Contig N50 39,170

Table 3: Antimicrobial Resistance Genes
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