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Lactobacillus
acetotolerans

Selected as a starter culture for
controlled bamboo shoot
fermentation




Lactobacillus acetotolerans (LA1) Genome Accession Number: WNWNOOOO0O0O0O
Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Subsystem Analysis

Subsystem (Subsystems, Genes)

Table 1: Assembly Details Table 2: Annotated Genome Features

B PROTEIN PROCESSING (39, 192)

Contigs 111 CDS 1,608 - I\DAI\EI.IAF?ISS_CIISEhSAS(ISJ’G“(iBQ), 82)
B STRESS RESPONSE, DEFENSE, VIRULENCE (16, 59)
GC Content 36.28 % tRNA 54 M RNA PROCESSING (11, 40)
_ M ENERGY (10, 73)
Contig LS50 16 Repeat Regions 47 B VIEMBRANE TRANSPORT (6, 13
Genome Iength 1,627,307 bp rRNA 5 IEEEIL-JE\\IT\{SEO:EDG&;E)L SIGNALING (3, 9)
Contig N50 35,268
Genome Assembly
Table 3: Antimicrobial Resistance Genes
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