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Through this genomic F. praunitzii plays
analysis, we gain an important role in
valuable insights into host physiology by
the specific genes modulating gut
involved in immunity and
' inflammation and
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Understanding this
genomic feature is
essential to prevent
severity in
inflammatory bowl

Faecalibacterium prausnitzii : A Rising Star in the World of Probiotics
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Genome size: 2.86Mb
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