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Escherichia coli

A highly adaptable microorganism that can
function as a normal gut microbe, serve as
an essential tool in biotechnology, or act as
a possible pathogen
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ISOLATION

Stool sample from a TB patient after
six months of anti-TB treatment

GENOMICS

Whole genome sequencing (WGS) to
investigate the impact of prolonged antibiotic
exposure on the patient’s gut microbiota

INSIGHTS

Resistance to five different types of
antibiotics

TRANSLATION

Crucial information for development of
diagnostic tools to combat antimicrobial
resistance



Escherichia coli (A10)

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1: Assembly Details Table 2: Annotated Genome Features SUbSyStem Analy5|5

Subsystem (Subsystems, Genes)

Genome Accession Number: INS0009885

: M METABOLISM (119, 963)
Contigs 98 CDS 4,821 M PROTEIN PROCESSING (46, 271)
M STRESS RESPONSE, DEFENSE, VIRULENCE (43, 199)
GC Content 50.56 tRNA 82 M ENERGY (36, 339)
_ _ M MEMBRANE TRANSPORT (29, 166)
Conug L50 9 Repeat Reg|0n3 23 B CELLULAR PROCESSES (22, 155)
' M DNA PROCESSING (21, 106)
M RNA PROCESSING (14, 75)
Genome length 4,953,602 bp rRNA 4 = CELL ENVELOPE (12. 107
: MISCELLANEOUS (11, 92)
Contig N50 184,749 REGULATION AND CELL SIGNALING (7, 46)

Table 3: Antimicrobial Resistance Genes

Genome Assembly
AMR Mechanism Genes 39s
L . . . o R 2
Antibiotic target in susceptible Alr, DdI, dxr, EF-G, EF-Tu, folA, Dfr, folP, gyrA, gyrB, inhA, fabl, iy ////#7’/// N
species Iso-tRNA, kasA, MurA, rho, rpoB, rpoC, S10p, S12p ; 7 4N
‘\“c 11/ /) ////// o
e T e Y ACrAB-TolC, AcrAD-TolC, AcrEF-ToIC , AcrZ, EmrAB-TolC, ir )2 92N
tipris o o EmrD, EmrKY-TolC, MacA, MacB, MdfA/Cmr, MdtABC-TolC, M o TR
MdtEF-TolC, MdtL, SugE, Tet(B), TolC/OpmH = fé/é;\
Proteln_alterln_g _ceI_I Wall_charge GdpD, PgsA ?g'f_;g}o
conferring antibiotic resistance ;s Q\/
LN Safu
Antibiotic resistance gene MarA MarB, MarR {_\,,\»\\\\ \i\“g/
cluster,cassette,or operon NS \\\\\\\\\/
\ \\\\ N %
Regulator modulating . &\\\\\\\\\9
expression of antibiotic AcrAB-TolC, EmrAB-TolC, GadE, H-NS, OxyR _’\&\ <
resistance genes e




	Slide 1
	Slide 2

