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AGTCCCTGAATCGATECTACATGCAAG

AACTGATCCTAGATCGACGATCACGTG
AMACCCTTAGATGACGETCAGCTECAL
GLGEAATTEECEACATAACAAGTACTE
AETOGECETTCECCTAMCCEGLAGTATT
TTCCAGGCCCTTCTGCCGAGCTGATEE
AGCCACAATCGEECTEAGE GETCTTEE
AAMCEEETEEEETAMGCCGTGATOGE
AAATATCATGCGCATTCTGAGE GAGTCA

Through this genomic
analysis, we gain
valuable insights of

the genes encoding

j.LDH \j\OH

Short Chain Fatty Acids

C. aerofaciens plays
a role in modulating
gut health by
contributing to
intestinal
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C. aerofaciens has
the potential to
become pathogenic if

Collinsella aerofaciens. Beneficial Microbe or Potential Threat?
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Collinsella Long Read
aerofaciens Based
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