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Arthrobacter globiformis mrc11 from
cave deposit of Manipur having antimicrobial potential

Isolation
Isolated from cave deposit of

Khangkhui cave, Manipur, India Organism & Genome details

Arthrobacter globiformis mrcll

Accession no. NZ QLNPO00000000O
Genome size is 4.89 Mb

Ukhrul district of

Manipur
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importance

Antimicrobial activity
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Application 3
Antimicrobial drug development.
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Arthrobacter globiformis (mrc1l) Genome Accession Number: NZ OLNP01000001.1

Quality of Genome Assembly and Annotation: _
Results from indigenously developed BHARAT analysis pipeline: Subsystem Analysis
(Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Subsystem (Subsystems, Genes)

B METABOLISM (89, 720)

M PROTEIN PROCESSING (41, 218)
Table 1: Assembly Details Table 2: Annotated Genome Features \ B e e DEFENSE. VIRULENGE (21, 108)
Contigs 105 cps 2595 [ e T
I MEMBRANE TRANSPORT (12, 72)
GC Content 65.89 tRNA 54 ' M RNA PROCESSING (11, 44)
B MISCELLANEOUS (4, 11)
Contig L50 10 rRNA 7 oL ENvELOpE (3 g SiENALING (41
Genome length 4,892,409 bp Repeat Regions
Contig N50 139,250 Genome Assembly
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antibiotic resistance genes i
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