One day o
One Qenome

Comamonas thiooxydans

THE MICROBE OPENS NEW AVENUES FOR APPLICATIONS IN
BIOREMEDIATION AND ENVIRONMENTAL MANAGEMENT
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Comamonas thiooxydans Genome Accession Number: LIOMO0O0000000

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1: Assembly Details Table 2: Annotated Genome Features SUbSyStem Analy5|5

Subsystem (Subsystems, Genes)

COﬂtIgS 40 CDS 5,049 B METABOLISM (97, 832)
B PROTEIN PROCESSING (43, 245)

GC Content 61.59 tRNA 69 B STRESS RESPONSE, DEFENSE, VIRULENCE (33, 140)
M ENERGY (31, 286)

. . B MEMBRANE TRANSPORT (26, 201)

Contlg L50 S Repeat Reglons DNA PROCESSING (19, 88)
M CELLULAR PROCESSES (16, 140)

Genome Iength 5,268,632 bp rRNA B RNA PROCESSING (13, 61)
W CELL ENVELOPE (7, 43)

Contig N50 371,656 B MISCELLANEOUS (4, 14)

REGULATION AND CELL SIGNALING (2, 6)

Table 3: Antimicrobial Resistance Genes Genome Assembly
AMR Mechanism Genes A

Alr, Ddl, dxr, EF-G, EF-Tu, folA, Dfr, folP, gyrA, gyrB, inhA,

ATISIEE BEgEL I Stesspilsle speeies fabl, Iso-tRNA, kasA, MurA, rho, rpoB, rpoC, S10p, S12p

Antibiotic target protection protein BcrC
Efflux pump conferring antibiotic EmrAB-OMF, EmrAB-TolC, MacA, MacB, MdtABC-OMF,
resistance MdtABC-TolC, MexCD-OprJ, MexCD-OprJ system
Gene conferring resistance via absence gidB
Proteln_alterln_g pel_l wall_charge GdpD,PgsA
conferring antibiotic resistance |
i i \/// 7 \\\
Reg.u.lat.or quulatlng expression of H-NS, OxyR \//M’” n S
antibiotic resistance genes \-.. Ml \ 3k
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