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Paenibacillus oleatilyticus

The bacterium’s ability to degrade cellulose can be beneficial in
biofuel production processes




Paenibacillus oleatilyticus Genome Accession Number: INGCA000000161

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Subsystem Analysis
Table 1: Assembly Details Table 2: Annotated Genome Features

Subsystem (Subsystems, Genes)

B METABOLISM (99, 857)
B PROTEIN PROCESSING (42, 226)

Contlgs 7 988 B STRESS RESPONSE, DEFENSE, VIRULENCE (37, 130)
GC Content 53.16 tRNA 89 :gﬁ;‘g’*{;;'}gf)ESSEs (28, 228)
Contig L50 13 Repeat Regions 0 vt :.%)

Genome length 7,899,415 bp rRNA :gf%eﬁzgggﬁ ?13? e
Contig N50 183,783 M REGULATION AND CELL SIGNALING (3, 14)
Genome Assembly

Proteins with functional assignments 4,523 ‘;/ /." o

Proteins with EC number assignments 1,237 «

Proteins with GO assignments 1,057 ;\\\\

Proteins with Pathway assignments 945 ;"ig\:
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