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Our findings suggest | | Genomic insights . N\ .
e that L. oris may be reveal metabolically Limosilactobacillus
resenting the whole Sleislplise oI resilient and e
P 9 ¢ | vaginal niche and _equipped for scientific basis for
genome sequence o plays a key role in oxidative stress via | |practical applications
Limosilactobacillus defending against the Suf system and in women's vaginal
oris from the pathogens, uptake, enabling its health—as a
reproductive tract of contributing to survival and probiotic, diagnostic
Indian women. improved potential adaptation | | marker, or source of
reproductive health. within the vaginal novel biological
microbiome. insights.

Limosilactobacillus oris:A surprise player with genomic grit for vaginal vitality
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