


Kosakonia oryzendophytica    Genome Accession Number: SRR32634848

Table 1: Assembly Details

Contigs 43

GC Content 54.33

Contig L50 4

Genome length 5,229,859 bp

Contig N50 632,108

Quality of Genome Assembly and Annotation:

Results from indigenously developed BHARAT analysis pipeline:  (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Genome Assembly

Table 2: Annotated Genome Features

CDS 4,993

tRNA 714

Repeat Regions 0

rRNA 3

Subsystem Analysis

Table 3: Protein Features

Proteins with GO assignments 1103

Proteins with functional assignments 4175

Proteins with Pathway assignments 9736

Proteins with PATRIC genus-specific 

family (PLfam) assignments
4414

Proteins with PATRIC cross-genus 

family (PGfam) assignments
4691
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