o woer  fityer sk SO dwwr
GOVIRNMINT OF INDIA  MINSSTRY OF SCIENCE AND TECHNOLOGY B R l c 0 th t
A Syt o ——— St

DEPARTMENT OF
BIOTECHNOLOGY

Anaerobic Chamber

V@ 3

Genome size' 4.33mb

Wastewater =

Sample Enterococcus raffinosus

Next Generation
Sequencing

Species confirmation




— Genome Announcement: Enterococcus raffinosus QBRIC O thsti

0L Smetor, Accession#SAMEA116288592 (NCBI)
INS0005074 (IBDC)

]

1. Genome Sequencing 2. Analysis 3. Insights 4. Translation

@

o

ThlS gen(_)miC_ Genomic
BRIC-THSTI analysis carries high-| | Thg insights of the surveillance of
presenting the whole risk resistance Enterococcus Enterococcus
genome sequence genes with mobile raffinosus showing raffinosus in
of Enterococcus genetic potential, | | i drug resistance | | wastewater enables
raffinosus isolated | Posing a clinical and | | 5qainst 4+ antibiotic | | tracking of antibiot
from the Indian public health thre classes located on resistant strain
urban wastewater. ;ﬁ?&le"lhna% urger MGEs like plasmids/ | across hospital &

commu

|nfect|on e environme

Enterococcus raffinosus: 'A Genomic Sentinel' for Antibiotic Resistance Surveillance
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