R
G ) Co overnm fI d

] Ministry o fs e & Technology ()BRIC IBSD

ey Department fB otechnology VNG oot ormanizatien (D’ Toromoting ioresources

e T

One Day One Genome

Bacillus velezensis




Bacillus velezensis Genome Accession Number: PRINA1333654

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Subsystem Analysis
Table 1: Assembly Details Table 2: Annotated Genome Features

Subsystem (Subsystems, Genes)

Contigs 4,333 B METABOLISM (92, 727)
B PROTEIN PROCESSING (41, 219)
GC Content 46.06 tRNA 72 B STRESS RESPONSE, DEFENSE, VIRULENCE (35, 135)
B CELLULAR PROCESSES (29, 233)
: B ENERGY (25, 216)
Contig L50 5 rRNA 3 > B DNA PROCESSING (17, 80)
B MEMBRANE TRANSPORT (15, 70)
Genome length 4,129,579 bp B RNA PROCESSING (13, 51)
CELL ENVELOPE (4, 16)
Contig N50 422 428 MISCELLANEOUS (3, 10)
B REGULATION AND CELL SIGNALING (3, 10)

Table 3: Antimicrobial Resistance Genes Genome Assembly
AMR Mechanism Genes .

Alr, DdlI, dxr, EF-G, EF-Tu, folA, Dfr, folP, gyrA, gyrB, inhA,

ATAILIETE gt [ SUSEERT e spesles fabl, 1Iso-tRNA, kasA, MurA, rho, rpoB, rpoC, S10p, S12p
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Antibiotic target replacement protein fabl /.
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Protein altering cell wall charge conferring

antibiotic resistance GdpD, PgsA, MprF
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Efflux pump conferring antibiotic resistance BceA, BceB, EbrA, EbrB, Lmr(B), Tet(L), YkkCD
Gene conferring resistance via absence gidB

Regulator modulating expression of

A : BceR, BceS, LiaF, LiaR, LiaS
antibiotic resistance genes



