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Allorhizobium undicola

The isolate grows

. actively in nitrogen free
- medium and produces
ample ammonia




Allorhizobium undicola Genome Accession Number: SRR32634847
Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

: Subsystem Analysis
Table 1: Assembly Details Table 2: Annotated Genome Features

Subsystem (Subsystems, Genes)

Contigs 96 CDS 3,891 M METABOLISM (92, 658)

M PROTEIN PROCESSING (43, 222)

M ENERGY (29, 251)
GC Content 59.43 tRNA 46 M STRESS RESPONSE, DEFENSE, VIRULENCE (25, 113)

. M MEMBRANE TRANSPORT (20, 108)

Contig L50 13 rRNA 4 B RNA PROCESSING (17, 69)

M DNA PROCESSING (15, 71)
Genome |ength 4,033,269 bp M CELLULAR PROCESSES (13, 95)

CELL ENVELOPE (7, 34)

Contig N50 112.335 M MISCELLANEOUS (3, 11)

REGULATION AND CELL SIGNALING (2. 6)

Table 3: Antimicrobial Resistance Genes Genome Afssembly
AMR Mechanism Genes wut m/ ‘
Antibiotic activation enzyme KatG \ i iy
Antibiotic target in susceptible species '?‘gb:j (Ijsl,odt)gNiFlg SiFJSr ,:\OIQOD:;J;IF:p%%AS%rSSIT;:\ ‘\i\\ | 1 R
erl?itbeiigti?:ltreersi?sgt;::gewalI charge conferring GdpD, PgsA :; - ; WE
Efflux pump conferring antibiotic resistance MacA, MacB, MdtABC-TolC ,:‘///;// | ‘t‘z et ?
Gene conferring resistance via absence gidB ‘%‘/Z//// u:”
Regulator modulating expression of OxyR \??\/2/7/ 11 gy \}\\
antibiotic resistance genes \“Cill;ﬂﬂ_i.\_‘“-\-\"o



