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The resistance profile

BRIC-THSTI Our findings highlight reveal a versatile . |
presenting the whole | | the abundance of resistance markers: | | detecting resistance
genome sequence | | aminoglycoside and | | aph(3")-Ib, aph(6)-Id genes in clinical

of Aeromonas B-lactamase (aminoglycosides), samples, monitoring
caviae from the resistance genes in |  blaMOX-7 (B-lactam), | hospital wastewater,
Indian sewage water this bacterium, as tet(A) (tetracycline), and guiding
source. revealed by genomic floR therapeutic
analysis. (chloramphenicol), strategies against

and sul (sulfonamide). | antibiotic resistance.

Aeromonas caviae: The Aquatic Pathogen Becoming a Ward Worry
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