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NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

Advertisement No. NIBMG/ADMIN/ESTB/2026-27/ 093 Date: 25 - 06 -2026

Position available: Online Interview

BRIC-National Institute of Biomedical Genomics (NIBMG) Kalyani is an Institute of Government of India,
Ministry of Science & Technology, Department of Biotechnology.

Applications are invited for the position of Project Linked Person (Senior Project Associate) for extramural
project to be executed by the BRIC-National institute of Biomedical Genomics, Kalyani. Selected applicants
will be appointed initially for one year. The tenure of appointment may be extended depending on
performance and availability of funds.

Project name: Integrative-genomics approach to identify and functionalize regulatory variants from
GWAS data with applications to type-2 diabetes and coronary artery disease.

PI-Dr. Samsiddhi Bhattacharjee

Project Description: Genome-wide Association Studies (GWAS) have been successful in discovering
thousands of genetic loci associated with various multifactorial diseases. Most GWAS discovered SNP-s
tend to be in non-coding regions with unknown functional mechanism. It is important to generate reliable
bioinformatic predictions about potential regulatory mechanisms before embarking on time and resource
consuming functional validation experiments. In this project, we shall implement a novel integrative
workflow for discovering causal regulatory variants and genes by combining statistical genomics models
for post-GWAS fine-mapping, Al/ML guided prioritization and publicly available genomics datasets such
as GWAS, eQTL, transcriptome and epigenome studies. The pipeline will be used to identify causal
variants at transcription factor binding sites and their target genes for Type-2 Diabetes and Coronary
Artery Disease, some of which will be validated experimentally. The pipeline will be implemented for
general use and disseminated publicly.

Place of Work: BRIC-NIBMG, Kalyani
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(iii)Age limit of 35

development
[HTML/Javascri

Name of No. | Remunerati | Essential Qualifications | Desirable Nature of
the of |on Qualifications | Duty
position Pos | [INR] per
itio | month
n
(i)MSc in Basic Science | (i) Proficiency (i) Curate
[Statistics,  Biostatistics, | in R or Python or | and process
Computer Science, | C/C++. large omics
Bioinformatics or datasets
Project 31,000/+ equivalent] (ii) Experience of | from public
Associate 1 | 27%HRA or management repositories.
-1 * and analysis of
(Bioinformatics Bachelor's degree in | large and/or (ii) Work
Programmer) engineering or | high- with the PI
technology (B.E./B.Tech.) | dimensional and team for
[in Computer engineering | datasets, building and
or equivalent] from a | preferablyin testing
recognized University and | linux Al/ML and
environment. statistical
(ii)Must be selected models in R.
through (iii) Familiarity
(a)National with Al/ML (iii) Apply
Eligibility Tests-CSIR- | models or pipelines and
UGC NET including | applications. Al/ML
lectureship (Assistant models on
Professorship) or | (iv) Experience large
GATE in handling datasets.
or genomics and/or
(b) A selection process | other omics data | (iv) Work
through National level | or with PI and
examinations bioinformatics team for R
conducted by Central | databases. package
Government development
Departments and their | (v) Basic and creation
Agencies and | knowledge of of web-
Institutions. web portal.

(v) Creating

years as on last date pt or equivalent]. | presentation
of application s and
reports.

* If no suitable candidate is found then candidate may be given 25,000/- + 27% HRA for others who

do not fall under (a or b) above.
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Online Interview:

This position is contractual, and appointments will be initially for one year, which is extendable
depending upon performance and requirements of the project.

1. Interested candidates should submit their C.V. in prescribed format [Format is attached in the
Page No. -3] to with a subject line “Application for the post of PA-I in Project “Integrative-genomics
approach to identify and functionalize regulatory variants from GWAS data with applications to type-
2 diabetes and coronary artery disease “within 09-07-2026 midnight.

2. Please remember application/CV will not be accepted if not sent by prescribed format.

3. Only the shortlisted candidates will be sent the Interview Link (TEAMS).

4. Please visit our website www.nibmg.ac.in for further information.

5. If selected, you will be asked to produce all documents in original. If the documents don’t truly
reflect what is mentioned in the advertisement, your candidature will be cancelled.

6. The decision of NIBMG in all matters relating to eligibility, acceptance or rejection of

application, mode of selection, and conduct of interviews will be final and binding on the candidates.

Associate Director
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NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

Application Form for Selection under Research Projects/Studies

Advt. No.:

Post Applied for:

Project Name.:

Name in full (in block letters)

. Address (inblock letters)
(i) For Communication

Affix a Recent
Passport Size
Photograph

(i) Present

(iii) Permanent

(iv) Email: (v) Phone (Mobile):

Particulars of age and birth (as per Matriculation or equivalent Certificate)

(i) Date of Birth (DD-MM-YYYY) (ii) Age:

(iii) Place of Birth (iv) Nationality:

Other Particulars:

Gender: Marital Status:

Particulars of Qualification and Experience:
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(Please feel free to attach a separate sheet in case of insufficient space. Original Certificate/testimonials in support of
qualification & experience would be required to be shown at the time of interview & joining (if selected).

(i) Qualifications (in reverse chronological order):-

Educational/Technical/ Main Subject Grades/ % of Year of Name of the University/
marks

Professional Exam Division obtained passing Board

Pursuing/Passed

(Full Time/ Part Time)

(ii) Whether NET/GATE Qualified: Yes/No

Ifyes, please give details.

(iii) Total Experience (in reverse chronological order):
Employer Designation Period Lengt Nature of duties/ area Remuneration (Rs.)
From To h Yrs of specialization
Month etc.

S

(iv) Any Other relevant Information (Details of Special achievements, Awards, Trainings, etc., if any):

I hereby declare that all particulars in this form are correct and true to the best of my
knowledge & belief, and nothing has been concealed therein. I shall bring the original
degrees, certificates, and other documents in support of the above information for
verification at the time of test/interview.

PLACE SIGNATURE OF THE APPLICANT

DATE:
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A WW B IS+
@ we  (INIBMG
TS St ST IRey™
NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

UG 3UeTeY §: JHieAegeT $eiey

BRIC--1?IeTl $EEICIC 3% ariAfSwe Sliiffied (NIBMG) Hedmof, Rd SR & faare 3R
SRR Faterd & Sig digAifehr fmT &1 th e g

BRIC-33IeTel SEEICIC 3T SAIATSHS SNAITATH, HedIol SaRT Tellv Sl dlel VeReel-FgTel Hioide
& faT 'diorre folas e (@A disiee tafdve) & 9g & fov 3des A e o 81 9=
T 3MACh Y YE H Th Tl & ToU [@gerd fohar Swerm| e & gediel 3R b i Sqestdr &
IR R AgRFa @ 3afd ggr$ o awdr g

SISieFe T A1 T39-2 ST R SR 3TN fB3Sist & fw GWAS Ser & Yepeledl aRuew &
I il 3R 37g BRI T & fov safea-siafaed 3|

PI- 3. GAfACY scerarsit

HIoiFe &7 AEROT: SAeA-aTgs TAIRATRE TS (GWAS) F§ aRE T AccitharaiRgel dARaAT & 3
EIIRI SiAfes el (genetic loci) T WIST ael H Th LT &1 GWAS H WISl 3T FITGIAR SNP Alal-
FET &t 7 gl & oA areretar Ahfasd 3rard glar &1 a7 3R =t f @9d arer
harleTel AfSee JAT IF Fe @ Ugel FHITAA Welcd! AFeH & IR # RAHAG TRShHCH
TTAT AT ST &1 38 Wiolee H, §H WFC-GWAS BIsa-After & fov ®efeffeshd Siiffed Alsd,
Al/ML 3838 IRNRCEaRld 3R Adeifae &9 & 39csl SAIAFH 3 (S GWAS, eQTL,
TR 3R TS FSien) i fAde HROT Ide aTe Weled dRted iR Sied & @i &
foT ver a1 IR gFal AR FEN| S URUSH H SEIATA TBY-2 SIS 3 PR
3l FBolier & v crafseee thaex SSfE9 d8ed W FROT sd= arel dRTed 3R 394 erae
Seg i ggaraT A %WWW,W@;W@W%WWWWI%
IS I A FEAATA & v ae] fomar Sreen iR Adafaes § & 3qeey Far Seer|
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qg &l get ?ITI-I\IT{] e ST ATIATT T FeTae | P BT &
ATH | ARG
g
g1
(i) s T & MSc (i) RIT Python AT (i) afseran
[FefeReay, saeicead, |C/C++ & AGRAI Riforedr @
Y AISH, SRS T AT g3 Mfasa
Project 31,000/+ B e (if) &3 3R/ BTS- (omics) 3T
Associate 1 | 27%HRA ar BIIHLIA STrT & B zeer $
iéioinformatics ) ey e sire fmvafee & i T ATl
Programmer) ' 3T AT ATl 7 A fee F1 3, ‘
f&afY (B.E./B.Tech.) réeht Linux (i) RH
(e SoforaRaT aT s UAdRRAAE H] AI/ML 3R
RIS v Fefefeae
s (iii) AI/ML HTSel ar Afesr a7
s e [ | I e e
R, F fow pI3ik
(a) e TSl e - |(jv) Sheifies 3R/ O & F
CSIR-UGC NET Foras SRR sreer 3ifa 2er | 70 e
(rfEEe MHERRAT) ATGATE  grsewrifeas (i) T2 2T
AT & BTISH T AT P o S
o . . S| 3R AI/ML
(b) g TIFR & Taaman 3R . VR
oY TSiTRT 3 Feeet e (V) 99 STEHHE N
R IRGGRGREICEEE [HTML/Javascript T
a3t & IRT T T FEF WS A | Ry
(iif) 3MgeT Y InRG ar@ 7y (D AARRT | Sqede 3R
3H HIAT 35 HeT | Jg-qrce
oI & fow
PI3R & &
YT HH
AT
(v) goteereT
3R Rare
IR HLAT

* IR FS TEY 3FHAGAR ALt fAear &, W 3FaRt & (S FW 94T 7T (a3 b) F =& 31
€) 25,000 +27% HRA &1 ST Hehell
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TE UE Fiedae (Ieqey) W & IR PG gF A e @ & e gel, Y dede # s 3R
WHHT & IMUR T TG ST Fehell &l

1. goge 3FHIGART &I 3T CV. aF Wide A [Biffc 997 Fav -3 W fGam arr §] 58 fawa & @y
HSTAT 8N “Application for the post of PA-I in Project ‘Integrative-genomics approach to identify and
functionalize regulatory variants from GWAS data with applications to type-2 diabetes and coronary artery

disease” & 05-07-2026 T 3Tefr TA doh AT oMl

2. FOAT €O W & 3R TClRI/CV T Bife F g ST I, 38 &R Fg1 fhar S
3. fa% wréfoee U 10 3FAIgart &1 & ge¥ey &1 foish (TEAMS) SiaT Srwer|

4. mm%mmmmww.nibmg.ac.inaﬁl

5. 3R 39 IIT Fier g, dl 3R Feft NSt sty @ gl 3R sfargeiew famder
H & 98 SRR & HT A6 T &, dl AT SFAGART GG L &F et

6.  TITICT, TCellehelel TR AT EAHN Hel, Tl o olich AR Seeg IS et & s @l
AT # NIBMG T $haelr 3ifad 3R 35canrt & v sreasry gem|

THINTe fAgers

8|Page





