NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

Advertisement No. NIBMG/ADMIN/ESTB/2026-27/ 093 Date: 25 - 06 -2026

Position available: Online Interview

BRIC-National Institute of Biomedical Genomics (NIBMG) Kalyani is an Institute of Government of India,
Ministry of Science & Technology, Department of Biotechnology.

Applications are invited for the position of Project Linked Person (Senior Project Associate) for extramural
project to be executed by the BRIC-National institute of Biomedical Genomics, Kalyani. Selected applicants
will be appointed initially for one year. The tenure of appointment may be extended depending on
performance and availability of funds.

Project name: Integrative-genomics approach to identify and functionalize regulatory variants from
GWAS data with applications to type-2 diabetes and coronary artery disease.

PI-Dr. Samsiddhi Bhattacharjee

Project Description: Genome-wide Association Studies (GWAS) have been successful in discovering
thousands of genetic loci associated with various multifactorial diseases. Most GWAS discovered SNP-s
tend to be in non-coding regions with unknown functional mechanism. It is important to generate reliable
bioinformatic predictions about potential regulatory mechanisms before embarking on time and resource
consuming functional validation experiments. In this project, we shall implement a novel integrative
workflow for discovering causal regulatory variants and genes by combining statistical genomics models
for post-GWAS fine-mapping, AI/ML guided prioritization and publicly available genomics datasets such
as GWAS, eQTL, transcriptome and epigenome studies. The pipeline will be used to identify causal
variants at transcription factor binding sites and their target genes for Type-2 Diabetes and Coronary
Artery Disease, some of which will be validated experimentally. The pipeline will be implemented for
general use and disseminated publicly.

Place of Work: BRIC-NIBMG, Kalyani
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Name of No. | Remunerati | Essential Qualifications | Desirable Nature of
the of |on Qualifications | Duty
position Pos | [INR] per
itio | month
n
(i))MSc in Basic Science | (i) Proficiency (i) Curate
[Statistics, Biostatistics, | in R or Python or | and process
Computer Science, | C/C++. large omics
Bioinformatics or datasets
Project 31,000/+ equivalent] (ii) Experience of | from public
Associate 1 30% HRA or management repositories.
-1 * and analysis of
(Bioinformatics Bachelor’'s degree in | largeand/or (ii) Work
Programmer) engineering or | high- with the PI
technology (B.E./B.Tech.) | dimensional and team for
[in Computer engineering | datasets, building and
or equivalent] from a | preferablyin testing
recognized University and | linux Al/ML and
environment. statistical
(ii)Must be selected models in R.
through (iii) Familiarity
(a)National with AI/ML (iii) Apply
Eligibility Tests-CSIR- | models or pipelines and
UGC NET including | applications. Al/ML
lectureship (Assistant models on
Professorship) or | (iv) Experience large
GATE in handling datasets.
or genomics and/or
(b) A selection process | other omics data | (iv) Work
through National level | or with Pl and
examinations bioinformatics team for R
conducted by Central | databases. package
Government development
Departments and their | (v) Basic and creation
Agencies and | knowledge of of web-
Institutions. web portal.
development
(iii)Age limit of 35 [HTML/Javascri (v) Creating
years as on last date pt or equivalent]. | presentation
of application s and
reports.

* If no suitable candidate is found then candidate may be given 25,000/- + 30% HRA for others who
do not fall under (a or b) above.
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Online Interview:

This position is contractual, and appointments will be initially for one year, which is extendable
depending upon performance and requirements of the project.

1.

s W

o

Interested candidates should submit their C.V. in prescribed format [Format is attached in the
Page No. -3] to statgen.sb1@ gmail.com with a subject line “Application for the post of PA-I in
Project “Integrative-genomics approach to identify and functionalize regulatory variants
from GWAS data with applications to type-2 diabetes and coronary artery disease “within 12-
07-2026 midnight.

Please remember application/CV will not be accepted if not sent by prescribed format.

Only the shortlisted candidates will be sent the Interview Link (TEAMS).

Please visit our website www.nibmg.ac.in for further information.

If selected, you will be asked to produce all documents in original. If the documents don’t truly
reflect what is mentioned in the advertisement, your candidature will be cancelled.

The decision of NIBMG in all matters relating to eligibility, acceptance or rejection of application,
mode of selection, and conduct of interviews will be final and binding on the candidates.

Associate Director
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M Staffe SiHIH HeH
NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS
Application Form for Selection under Research Projects/Studies

@ :;ﬁ;jgi*@~ M

Affix a Recent
Passport Size

Advt. No.: Photograph

Post Applied for:

Project Name.:

1. Name in full (in block letters)

2. Address (in block letters)
(i) For Communication

(ii) Present

(iii) Permanent

(iv) Email: (v) Phone (Mobile):

3. Particulars of age and birth (as per Matriculation or equivalent Certificate)

(i) Date of Birth (DD-MM-YYYY) (ii) Age:

(iii) Place of Birth (iv) Nationality:

4. Other Particulars:

Gender: Marital Status:
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5. Particulars of Qualification and Experience:

(Please feel free to attach a separate sheet in case of insufficient space. Original Certificate/testimonials in support of
qualification & experience would be required to be shown at the time of interview & joining (if selected).

(i) Qualifications (in reverse chronological order):-

Educational /Technical/ Main Subject Grades/ % of Year of Name of the University/
marks

Professional Exam Division obtained passing Board

Pursuing/Passed

(Full Time/PartTime)
(ii) Whether NET/GATE Qualified: Yes/No

Ifyes, please give details.
(iii) Total Experience (in reverse chronological order):
Employer Designation Period Lengt Nature of duties/ area Remuneration (Rs.)
From To h Yrs of specialization
Month etc.

S

(iv) Any Other relevant Information (Details of Special achievements, Awards, Trainings, etc., if any):

[ hereby declare that all particulars in this form are correct and true to the best of my
knowledge & belief, and nothing has been concealed therein. I shall bring the original
degrees, certificates, and other documents in support of the above information for
verification at the time of test/interview.

PLACE SIGNATURE OF THE APPLICANT

DATE:
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Q=" INIBMG

T StafAfaedT ST TR
NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

UG 3YelsY g HleTcllge $eleg

BRIC-a1RIeTel €L 3% artAfsawe SaifAed (NIBMG) Fedmof, iR SR & faareT 31
HeANfAAr FAeT & oig WeA AT FHmT F1 vh FEd=T B

BRIC-A1?IeTel €L 3% aritAfewe SialifAey, Feamll gart Iev Se aTel Tareel-7g3d iotee
& fau v foos o (@R Wotee tEfdte) & 9g & fav e AT e o 81 99
AT 3G N YE A T Aol & v Agerd fham Srwam| &w1d & 9edieT iR 63 &1 3ueleudr &
YR W FGFT $T 3af™ qerg S Fehell

SISieFe T &AE: TISY-2 STaeIeT 3R BRI 3ME f3siist & T GWAS 3eT & W[eledl aRded &
gt et 3R 30 FRRIAd S0 & o sdfea-shaf@sw 3|

ISt &l faRoT: SlieiH-a1$s THTATL TSI (GWAS) Hhe TRE T HeclthaeIRTe SATRTT & I3
EOIRT SiAfesh @lehr (genetic loci) T WIST HeT H TAH T &1 GWASH Tt 3T FATGIAR SNP #iTed-
HITSIT &7 H gl g, TNl Harlelel Hehfolod 37T 8IdT & AT 3R Tame=i $r @ad arel
ThereleTel AfTSerel T & el & Ugel HHMAd el Hbflod & IR # RAHAG Iis=hidfes
AT oAl SR §1 56 ioiee H, §A UFC-GWAS Bigl-HiUer & far Refiefend Shalf@esd #isd,
AI/ML 3838 YrAIREBo 3R Adalicie & A 3TaeY SATAFT Serie (S GWAS, eQTL,
ZAfRTA 3R TRSAIA Te8iel) Al fAee SROT gdi arel Weled dRTew 3R Sheq & @ief &
foT wer a1 §ARRT adwrel A HWN| FH IBUAS T SEAATS <3U-2 SIS 3N A
3y 2ol & forw giafsheee thaex SEfE9T T8cy WX HROT Idle dTe dRved AR 3a% e
SNed dr ggarel e & v fohar Seem, S @ $o @ gaen & JRv dfase fhar s sa
UISYelSe & A FEIATST & AU o) fhar Sreen 3R wrdeifae &9 & 39y aar S|
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ge &7 vet ?ITI-I\ITK]‘J% TR AT e kG g
ATH $r | A
.\lq'.
g7
(i) sfs arsa & Msc (i) RIT Python AT (i) gfserer
[y, seefefeda, C/C++ & FAgRAl Nafieed I
EHCICY AISH, ARG hHCHT AT ) CERRIICER )
Project 31,000/+ B RTeR] (i) T8 VA &S| (0ics) Serre
Associate 1 |30%HRA - BIIANAS 3THT & | o .
-1 . e 3 ELd)
(Bioinformatics WWWW@ - AT AT
Programmer) Bt T ar eaaArelion UL ii”. 334, o
e Rl (B.E./B.Tech.) WY Linux (i) R#
[FogeR St ar e UAARRAAC H| Al/ML 3
aRTeR] y weRefFewme
. (iii) AL/ML A AT | oo oo
UClTcheleT chl
(i) STRT T ST STRT AT Y IR TFE FA
ﬂT%'U: % faw pr3k
(a) SieeTer UTAfAfaferé &8 - ((iv) Shefaea 3R/ < &
CSIR-UGC NET Fora#} SRR 3=y ey ey r| 0 el
(AT IHERAT) AT GATE  mre-wiafeaa (i) 7% derie
RUEER] ST H I H o e
o . . HFd| 3R Al/ML
(b) g TIHR & TTHTIN 3R . e o
e Totfrat 3 et gany (V) 39 ST o
BTN 2MeTel ool shr [HTML/Javascript a7
et & FRT T | FOP IR] H (iv) R St
(iii) 3deaT T 3R @ oy [ SRR | sqate 3
3H HIAT 35 ATl | J9-91Se
T & T
PI3R & &
1Y A
AT
(v) Soteer
3R RO
AR AT

* 3R FIS H 3FAIGAR Al AET 7 o W IFHEaR! F (ST FW FAC AT (231 b) F AT el
&) 225,000 + 30% HRA = ST ThaTT &1
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HieTelgeT Sy
IE UG Flecde (3eY) W ¢ 3R Fgfad g% # tw @ & fow geh, 5w deee & et 3R
WHHT & YR 9 T1AT ST JhdT o
1.3Tge 3IFAGART & IO drdl Ui uew A 9 qse HEdr -3 A Holed ]
statgen.sh1@gmail.com W g 4fFd "esy-2 H’{lﬁ%’ 3R SRR g7 T & forw H@WTI}I' & oy
Ssscquud se1 & e aRUe & ugae e 3N SRAcHS ol & TaU Thihd-shaliaed
giSeahioT GRASTT & RT3 & dg & T Hdea" 12-07-2026 & o e &= =MRT|
HEITA|
2.1 AT W o 3R TCAhe/CV a0 Bidfe & w78 A a1, o 38 TR =gl fohar S|
3.1a% elicfoee fhT aU 3rAigart 1 & $eteg &1 foleh (TEAMS) AT Sfwer|
4,371 SRR & fow CREL AR d§dSC www.nibmg.ac.in H |
5.379R 31T T Giell &, ol 39epr |l RIS slergricy G@e gl 39N siegacy faeae &
& IS SFARNT F A AG Wi g, Al HTIR 3FAIGIRT 1&g X & SATeef|
6. 23T, Toelleh?lel TR IT 3SR lel, T & clieh 3R Feleg AT & & S5 wel
HATHGT # NIBMG 1 haer 3ifdd 3R 3FrAcanrt & fau aregesny grem|

TaIfaTe fHeees
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