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NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

Advertisement No.: NIBMG/ ACAD/PROJECT RECT./2026-27/094 Date:25 -06-2026
Position available: Online Interview

BRIC-National Institute of Biomedical Genomics (NIBMG) Kalyani is an Institute of Government of India,
Ministry of Science & Technology, Department of Biotechnology. The Institute has created the necessary
physical infrastructure and critical platform technologies to support research, translation and training
in biomedical genomics.

Applications are invited for the position of Project Linked Person (Senior Project Associate) for
extramural project to be executed by the BRIC-National institute of Biomedical Genomics, Kalyani.
Selected applicants will be appointed initially for one year. The tenure of appointment may be
extended depending on performance and availability of funds.

Project Name: An Integrative-genomics framework to identify core genes casually driving
complex trait risk.

Principal Investigator’s name: Dr. Samsiddhi Bhattacharjee

Research Description: Genome-wide Association Studies (GWAS) have discovered thousands of
genomic variants associated with complex traits in humans but the downstream mechanisms and
driver genes are unknown. The ‘omni-genic model’ for genomic architecture of complex traits
posits that there are a few trait-specific ‘core’ i.e. driver genes. Genomic variants indirectly
influence the core genes through perturbation of the gene regulatory network. Identifying the
core genes is crucial for understanding diseases, their management and therapeutic targets.
Through this study, we aim to build an framework that will enable identification of ‘core’ genes
that are causal drivers of specific complex traits (e.g. diabetes or heart disease or schizophrenia),
some of which will be validated experimentally. The framework will be applied to integrate large-
scale public GWAS datasets, with those from eQTL, transcriptome and epigenome studies. The
study will utilize bioinformatics database annotations, AI/ML algorithms, statistical and
computation techniques for integrative genomics. The algorithms will be implemented for general
use and disseminated publicly.

Place of Work: BRIC-NIBMG, Kalyani



Name of theNo. [Essential Education Desirable Nature of workConsolidat
Position of |Qualification Qualification & ed and
posit Responsibilities [fixed
ions monthly
emolumen
t (X)
(i)Four years Bachelor's (i) Knowledge of (i) Work with
Degree/Master’s Degree in Science | statistical inference the Pl and team
[Statistics or Biostatistics or and experience in for statistical
Computer Science or developing or testing | genomics
Bioinformatics or equivalent] statistical models or method
OR methods using R or development,
other statistical implementing
Senior 1 |Bachelor’s degree in engineering or | packages. and testing 57,000+30%
Project technology (B.E./B.Tech) [in Al/ML and HRA
Associate Computer Engineering or statistical
equivalent] from a recognized (ii) Experience of models in R
University or equivalent management and environment.
and analysis of large
Four years’ experience in R&D in and/or high- (ii) Apply
industrial and academic institutions | dimensional datasets, | pipelines and
or S &T organizations and scientific | preferably in Linux AI/ML models

activities and services
OR

(ii) Master’s Degree in Engineering
or Technology (M.E./M. Tech.) [in
Computer Engineering or
equivalent]

from a recognized

University or equivalent

and

Two years’ experience in R&D in
industrial and academic institutions
or S &T organizations and scientific
activities and services

OR

(iii) Doctoral Degree in
Science/Engineering/Technology
[working in areas of Statistics or
Biostatistics or Computer Science,
Bioinformatics or Computer
Engineering or equivalent]

from a recognized

University or equivalent.

environment.

(iii) Knowledge of
Al/ML techniques
and experience of
Al/ML model
development.

(iv) Experience

in handling genomics
and/or other high-
throughput omics
data.

(v) Proficiency

in at least one
programming
language [preferably
R or Python or
C/C++].

on large-scale
datasets in Linux
servers.

(iii) Work with
PI and team for
R package
development
and deployment.

(iv) Participating
in planning of
analysis
strategies and
interpretation of
results.

(v) Creating
presentations
and reports.




Online Interview:

This position is contractual, and appointments will be initially for one year, which is extendable
depending upon performance and requirements of the project. Interested candidates should submit

their C.V. in prescribed format [Format is attached in the Page No. -4] along with a cover letter

stating their background that fits with the project to statgen.sbl@gmail.com yh 5 subject line
“Application for the post of Senior Project Associate in Project “An Integrative-genomics
framework to identify core genes casually driving complex trait risk. ” within 09-07-2026

midnight.

Interview Link (TEAMS) will be sent only to the shortlisted candidates.
Please visit our website www.nibmg.ac.in for further information.

If selected, you will be asked to produce all documents in original. If the documents don’t truly reflect what

is mentioned in the advertisement, your application will be cancelled.

The decision of NIBMG in all matters relating to eligibility, acceptance or rejection of application, mode of

selection, and conduct of interviews will be final and binding on the candidates.

Associate Director



Annexure-I
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e StafAfdsen siHeT deH
NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

Application Form for Selection under Research Projects/Studies

Advt. No.: _
) . ) . ] Affix a Recent
Project Name.: An Integrative-genomics framework to identify core genes casually Passport Size
driving complex trait risk. Photograph

1. Name in full (in block letters)

2. Address (in block letters)
(i) For Communication

(ii)Present

(iii) Permanent

(iv) Email:

(v) Phone (Mobile):

3. Particulars of age and birth (as per Matriculation or equivalent Certificate)

(i)Date of Birth (DD-MM-YYYY) (ii) Age:

(iii) Place of Birth (iv) Nationality:

4. Other Particulars:



Gender:

Marital Status:

5. Particulars of Qualification and Experience:
(Please feel free to attach a separate sheet in case of insufficient space. Original

Certificate/testimonials in support of qualification & experience would be required

to be shown at the time of interview & joining (if selected)

All the relevant attachment should be merged in a single PDF format.

(i) Qualifications (in reverse chronological order): -

Educatl?nal/Technlcal/ Grades |, e of Year Name of the
Professional Exam| . .\ of . .

. Main Subject; .. . . marks . | University/
Pursuing/Passed Divisio obtained | P25S1™ | Board
(Full Time/ Part Time) n g

(ii) Total Experience (in reverse chronological order):

Employer Designation Period Lengt Nature of duties/ | Remuneratio
From To h Yrs area of n (Rs.)
Month specialization
s etc.

(iii)  Any Other relevant Information (Details of Special achievements, Awards, Trainings,

etc., if any):



[ hereby declare that all particulars in this form are correct and true to the best of my
knowledge & belief, and nothing has been concealed therein. I shall bring the original degrees,
certificates, and other documents in support of the above information for verification at the time
of test/interview.

PLACE: SIGNATURE OF THE APPLICANT

DATE:

a DBT Organization
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NATIONAL INSTITUTE OF BIOMEDICAL GENOMICS

Advertisement No.: NIBMG/ ACAD/PROJECT RECT./2026-27/ Date: - -2026



U Y §: ATeTelTse $e3q.

BRIC-o13IeTel SEEICYT 3T SAATSHeT Sl {Hed (NIBMG) FHed1ol, R R & faamet 3R diefaehr
FATST & Sd W faameT 1 veh U g1 G of SRATSH Shaifaed # Rad, giaaes 3R
ST T FNE T & T T R ToTaher ShEeaar 311 318 Tlehia CFaATdiol 9el1S &

BRIC-oA3IeTel SEEICC 3T SrAIATSHel Sl {Rerd, SHoaToll GanT TelT STet dlel Treel-#3Yel Haiere & forw
Srotere foidrs aer (IR Siotere THITATE) & Ue & foIU 3iTdest ATATIA fohT STid &1 Y= 1T Jirdeshi &l
A& H Th Aol & ToIT [geret foham STeaT | aXwiae 31X B &l ITelstrdl & AR W fAgfad I 3afer e
STah el

SISiere ST &ATH: HiFClFH ¢ RED (STl a0l & STEH) HY Tol aTel HET il T IguTel Hlel & [T
T Sefea-SAAI A heas |

e seafecalex &1 a1H: . FATAG Y seerarsit

Rear o1 faawor: SheiA-args TIfvere TedieT (GWAS) & SHTT # S Hirtaard ¢ad (Sfee FaTul) ¥ 513
BRI S fAes aRUeH F ggdre & §, difeheT 3o1oh 1, & Hohfaod 3R 38R S 31ATd & | Flecoiery ¢ch
o St TR & fIT '3NAA-SAfIeh HAiger Ig adicm & o Fo ¢e-TafAfthed ‘SR AT grgaR Siet
B 8| SiieiTfeh AT, SheT Weledl Acddh H TM3aST & SRV HTHET & & HR SiiaAl I FHTAT HIc 8
AR, 3e7eh AderaT 3R AGRF TRANT T FAST & [T R ST T ggearet el g TR B 3T
Te3 & SIRT, §ART 98T Ush SEIed Sl fRad Shedeh Jellall § Sif 0F 'R’ Siel sl IgTeT it H Heg,
T AT SHIFCOIFH STH I AT AT (S14 JHTeISFA AT s gATS fhanieen SiATian) 3R ar & faferse
HIFCIFH STH (SIH T3Y-1 STATIENST IT AT o fT hROT &=1d €; 318 & oy b1 TFAIRAT & SIRT
ARG fohaT STTaT| 3T harad T STAATH a3 YA IR gfselsh GWAS 3TIHT Fl eQTL, TrAsheerd 3R
TSN Teaiat & ST & TTY ST Tl & Tl fohdT ST | 37 TeaT & Al/ML UeaREH FT STAHTT Fleh
gtd STy gad & sdifed wefeffewha dwddiel AR Fegeesd Shaifaes cew (S Asferae
{EATESIe, TH-eQTL T A 3R Sl A¢ TaRase TaAfofad) o a1y fHeleT nfiel gom| TeallRea
ol ITH SEAATS o feIT T fehalT SITUaTT 3R ieeteh & STRY feham Srear |




Name of the | No. of Essential Education Desirable Nature of work |Consolidated
Position |positions Qualification Qualification & and fixed
Responsibilities| Mmonthly
emolument
)
() @5 # IR T AT FTeR (i) Befefeehel semi®@ | (i) R TTdRRAHAT
feaf/aeex Bl [wefefecaa ar (statistical inference) H AI/ML 3R
FERRAECTE o S A | oy Srerdy i AT | RRFewa At
FASHACTH o 5% TR | gy w¥fefeemer S | B o] et 3R
e e ;ﬁwm o | T ST B F W-
e 1 oo e deu @ et | o oewd Ase A | W FwRREFT 5y 5004300,
(B.E./B.Tech) [FeeX Sofavafiar ar | A T 3eT7a| 3qT AT &
B SRR fow pr3ik &\
i (i) 3 3R/aT BT$- » @y FE
Esfea 3R TS deut ar | SRS STET # | g
S&T HIra=AT 3T dATfieh Haer 3R wATaSS
arfafafeet 3R Jarslt & ReDFT | Y T 3eer, @R | (i) TR aR
AT e T 3T fordeFd (Linux) R g3 A &
= TAARRAAT H] 3Tl W
(if) FrEY AT gred gAafddr ar qTeTeTEs AR

3% S GTAT & Soffaafier
[T TFATAlol H A 3l
(M.E./M.Tech.) [P Ssiifaraiier
RINENECNER

3

gsfEcud 3R vahsAe gwamr ar
S&T TISAT 3R darfasm
aifafaferat AR dansit & R&D &1
e |el T 3egerd

=T

(iif) et Arezrar gred gfaafdd
AT 3T e €A &
arEa/shfaaRe Tt &
Bieeye f3afr
[eefeffeaa a1 sreieieeaa ar
FCIEY AISH, SASHIARFH a1
AT SONTIRaT IT gHh ST
o & # FIA A g

(iii) AI/ML cTeheilenl ahT
SRR 3 Al/ML
HISST Sellel T 3Fegerd|

(iv) Sheltf@erd 3tR/ar
3T gIS-Yge AT
(omics) 3T HI TAHTTT
AT HeJHT|

(v) T & HA Th
QrfHT AT [@rae
R3IT Python AT C/C++]
# ARl

Al/ML #TSel o]
FIAT|

(iii) R Yot STed
e AR 3
fBoaig el &
faT PI3R &=
& YT FHA
FHLAT|

(iv) Tt fad &r
oAt $r
carfaier 3R
STrSll T STTEdT

# enfAe gl

(v) IeieereT 3R
RAE IR FTar




Ig Ue dlegde W ¢ AR AP & & wah @l & v gholl, i wwisda 3k disise &
SRl & YR W ST ST Hehell &1 TP 3FHIGAR 31T CV. T Bide & [wide g
dR -3 W fear ar §] 3Rt Fax X FAT W fGEH 39% SHaEs & aR H Sarar
AT 1 S Wi & TIU UGS @11 A H Heolae oigel & Jg fo: “@lecadd
e (Sfea weron & SifEH) & fov fSFaeR Aeg Sl 61 ggdad g Uh sddifea-
AAAFE hAdH Watde # AR doide TAIRKTC & 9 & fov 3mdge|” Ade 09-07-
2026 #Hr M TT T STAT FAT G|

1. gy @ feleh (TEAMS) FWh QMiéforee fhT a1T 3FAIgaRt 1 s Siwe|

2. mm*mmmmwwnibmg.ac.inaﬁl

3. 3R YA S g, ar e @l NRGEe slagdcy fewe gl 3R Siagded
faamaer & & 95 AERERT & A eI GId g, A IIHI HTdesT J6g Y f6dT Sream|

4. WY, 3dce THR AT AR HA, T & i IR geXeg IRAfSd F:a 4
o3 |eft ATl A NIBMG I thfell 3ifde 3R 3rdlcart & faw sregsriy gham|

g s



