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presenting the whole
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of Enterococcus
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from the India urban
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Enterococcus faecium: 'An Exploiter' bridging the gut and organic decay
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Genomics of
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Genome size: 2.95mb
GC perce 8%
CDS: 282‘
Plasmid: repU (tetM)
rRNA=8, tRNA=64
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Wastewater  sample Enterococcus faecium
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