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Rhizobium sp. Genome Accession Number: SRR32628270

Quality of Genome Assembly and Annotation:
Results from indigenously developed BHARAT analysis pipeline: (Bacterial Hybrid genome Assembly and Rapid Annotation Toolset)

Table 1: Assembly Details Subsystem Analysis
. Table 2: Annotated Genome Features Subsystem (Subsystems, Genes)
Contigs 78

B METABOLISM (96, 877)

GC Content 60.93 CDS 5,28t :2?ggg'sNRZRS?’gissséwoGﬁ(:gﬁgz?)vlRULENCE (33,178)
B ENERGY (27, 341)
. tRNA 53 :
Contig L50 8 B RNA PROCESSING (16, 89)
I‘RNA 3 B DNA PROCESSING (15, 103)
Genome length 6,211,013 bp Bl heretra T
. B REGULATION AND CELL SIGNALING (3, 12)
Contig N50 245,452 MISCELLANEOUS (3, 6)
: Genome Assembly
Table 3: Protein Features g
Proteins with GO assignments 1158
Proteins with functional assignments 4444
Proteins with Pathway assignments 1022
Proteins with PATRIC genus-specific
: ) 5679
family (PLfam) assignments
Proteins with PATRIC cross-genus family 5782

(PGfam) assignments




